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remarkable inter-individual diversification of immune-related molecules the Mediterranean
mussel Mytilus galloprovincialis. In Congresso AGI — Associazione Genetica Italiana; September 7t-
9'": Cortona, Italy. 2017

14. Gerdol M, Mardirossian M, Spazzali F, Musso V, Benincasa M, Pacor S, Tossi A, Venier P, Scocchi M,
Pallavicini A: Myticalins: towards a link between sequence diversity and antimicrobial function. In
XIX Meeting of the Italian Association of Developmental and Comparative Immunobiology (IADCI);
February, 7th-9th; Genova, Italy. 2018

15. Gerdol M, Novoa B, Pallavicini A, Figueras A: Comparative genomics sheds light on expansion and
molecular diversification of immune receptors and effectors in bivalve mollusks: trade-offs
between evolutionary costs and survival. In XIV Meeting of the International Society of
Developmental and Comparative Immunology; June 17th-21%; Santa fe, USA. 2018.

16. Gerdol M, Fujii Y, Ozeki Y, Pallavicini A: Two distinct lectin families with different glycan-binding
specificity share a B-trefoil fold in mussels. In XX Meeting of the Italian Association of Developmental
and Comparative Immunobiology (IADCI); February, 13th-15th; Rende, Italy. 2019

17. Gerdol M, Greco S, Pallavicini A: Growing evidence of massive gene presence-absence variation in
bivalve mollusks: does it provide an adaptive value? In EVOLOMAR — Marine Evolution, 1* Italian
Congress; November, 23rd-25'™. Online conference; 2020

18. Gerdol M, Racaku M, Sollitto M, Pallavicini A, Benazzo A, Ancona L, Fava S, lannucci A, Ciofi C,
Sbordoni V, Trucchi E, Bertorelle G: A whole-genome sequencing approach to study and protect
Italian endangered endemic species: the case of the Ponza grayling Hipparchia sbordonii. In 81°
Meeting of the Italian Zoological Union; September 20-23; Trieste, Italy, 2022.

FUNDED RESEARCH PROJECTS

FRA [FRA Finanziamento per Ricerca di Ateneo] 2015 — Project title: “molecular characterization of myticalins:
a new family of linear cationic AMPs from Mytilus galloprovincialis” € 17.724,80 — Project coordinator

PNRA [Italian Antarctic Research Program] 2016 — Project title: “How key components of the coastal Antarctic
food web respond to global change: an “omic” approach” - € 80.200,00 — Project coordinator

PRIN [Progetti di Rilevante Interesse Nazionale] 2017 - € 78.296,00 — Project title: “Genomic susceptibility to
extinction: a whole-genome approach to study and protect endagered Italian endemics” - Unit leader

MICROGRANTS 2020 — Project title: “Transcriptomic investigation of the endemic cave-dwelling “living fossil”
bivalve Congeria kusceri” - € 3.000,00 — Project coordinator

COLLABORATIONS AND ONGOING PROJECTS

During my PhD and post-doctoral fellowship | have been involved in several collaborations with high-profile
national and international research groups.
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Since the beginning of my academic career | have been involved in a fruitful collaboration with the group
headed by Dr. Paola Venier at the University of Padova focused on bivalve genomics and innate immunity, as
certified by the literature produced on this topic. This collaboration has been extended to the laboratory of
Philippe Roch (University of Montpellier 2) during my postdoctoral fellowship, which has been co-funded
within the EU FP7-KBBE-2010-4 “BIVALIFE” project.

| have been part of the “Coelacanth genome consortium” led by the Broad Institute (Boston, USA), with the
task of analyzing the transcriptome of the Indonesian coelacanth, thus helping to improve the annotation of
the sister species, the African coelacanth Latimeria chalumnae. | have been in charge of providing
bioinformatics support to all the members of the consortium requiring in-depth analyses of the
transcriptome, as certified by the literature produced as a co-author of national and international partners.

Within my host institution, | am collaborating with other groups of the Department of Life Sciences, providing
my expertise for the analyses of next generation sequence data. Other ongoing scientific collaborations
involve Italian institutions, including Universita della Tuscia (prof. Giuseppe Scapigliati group) and Universita
Politecnica delle Marche (prof. Adriana Canapa group) and Stazione Zoologica Anton Dhorn (Dr. Immacolata
Castellano, Dott. Enrico D’Aniello, Dott. Maria Vittoria Modica, Dott. Maria Sirakov), again focused on non-
model evolutionary biology, studied using —omic approaches. | am presently involved in a project funded
within the frame of the PRIN program focused on study of endangered endemic Italian species (ENDEMIXIT),
using genomics approaches, in collaboration with the University of Ferrara (Prof. Giorgio Bertorelle group). |
have been the first author in the mussel genome paper, which was published as the main outcome of the
Muytilus galloprovincialis genome sequencing project, in collaboration with the group of prof. Antonio
Figueras from the Consejo Superior de Investigaciones Cientificas (Spain). This line of research is still ongoing
and expanding, in order to investigate the presence of pan-genomic architectures in marine invertebrates.

As an independent line of research, | have led a PNRA-funded project focused on the investigation of the
effects of climate change on Antarctic species using transcriptomic approaches. | have also led a project
funded by UNITS focused on investigating the adaptation to the subterranean environment of the only known
cave-dwelling bivalve species, Congeria kusceri, in collaboration with Dr. Sanja Puljas (University of Split).

My intercontinental collaborations include colleagues from the Nagasaki City University (Japan) and from the
Yokohama University (Japan) with the specific aim of investigate the role of lectins in the immune response
of bivalves and other invertebrates.
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TEACHING EXPERIENCE

2010-2014 — Co-lecturer for the Bioinformatics course (Bsc in Biology) at the University of Trieste.
2015-2016 — Lecturer for the Genetics and Bioinformatics course (Bsc in Biology) at the University of Trieste.
From 2016 — Lecturer for the Bioinformatics course (Bsc in Science and Technology for Environment and
Nature/Biological Science and Technology)

2016 - 2020 — Lecturer for the Applied Genomics course (MSc in Medical Biotechnologies)

From 2020 - Lecturer for the Applied Genomics course (MSc in Functional Genomics)

STUDENT EVALUATION OF TEACHING ACTIVITIES

SISValDidat course evaluation by students - Course: Bioinformatics
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D1 581 | 5,71 | NV 6,95 | 6,68 / 6,721 7,39 | 7,03 | 6,66 | 7,05
D2 737 720 | 8,550 | 7.46 | 7,35 7,07 | 7,44 | 859 | 7,47 | 7,61 | 7,83
D3 791 | 7,67 10 | 7,50 | 8,13 8,67 | 810 | 8,89 | 8,39 | 8,36 | 8,46
D4 721|812 ]850 | 798|833 9,04 | 8,40 | 8,72 | 8,67 | 8,33 | 8,60
D5 9,32 | 861 | 850 | 8,74 8,6 8 8,32 19,40 | 896 | 8,72 | 8,89
D6 792|777 | 850 | 7,83 | 6,89 8,12 (8,34 |793 | 756|787 | 794
D7 8,09 | 7,64 10 | 7,85 | 8,21 8,36 | 8,38 | 7,73 | 8,46 | 8,30 | 8,19
D8 8,96 | 8,59 10 | 813 8,6 9,50 | 8,89 | 9,00 8 8,85 | 8,63
D9 857|818 | 850 | 830 9 8,74 | 8,67 | 9,54 | 9,10 | 8,73 | 9,10
D10 880 | 843 | 850 | 8,30 | 9,04 9,16 | 9,43 |1 9,40 | 8,50 | 8,84 | 9,11
D11 719 | 6,32 | 850 | 7,75 | 7,16 7,67 767|811 | 7,18 | 7,51 | 7,65
D12 789 | 6,77 | 850 | 7,66 | 6,95 7,50 | 8,26 | 8,13 | 7,83 | 7,72 | 8,07
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SISValDidat course evaluation by students - Course: Applied Genomics
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D1 6,18 | 6,51 | 6,16 | 6,35 | 7,27 | 6,92 | 6,57 | 6,85
D2 746 | 7,76 | 7,66 | 7,41 | 6,96 | 6,40 | 7,28 | 6,92
D3 6,89 | 815 | 7,79 | 8,07 | 8,20 | 7,96 | 7,84 | 8,08
D4 6,96 | 9,20 | 9,08 | 8,29 | 8,85 | 8,65 | 8,51 | 8,60
D5 8,96 |895|9,17|8,75| 892 | 889 | 8,94 | 8,85
D6 7237811739779 |842|6,00|744 7,40
D7 8,09 |8,38|793|8,36|800|737)8,02| 791
D8 8,50 | 8,68 |8,74 | 872|854 | 7,63 |8,47 | 8,30
D9 8,18 | 8,50 | 9,04 | 8,74 | 8,64 | 8,32 | 8,57 | 8,57
D10 8,68 | 8,69 | 8,65 |890|935| 8,35 | 8,77 | 8,87
D11 738|790 |6,76 | 6,65 | 7,73 | 7,37 | 7,30 | 7,25
D12 6,52 |757 748 | 784 | 7,73 |7,00 |7,36 | 7,52

D1 = “is the previously acquired knowledge sufficient to allow to proficiently follow this teaching course?” ;
D2 = “Is the amount of study required for this teaching course in line with the number of assigned CFUs?”;
D3 = “is the quality of the material indicated by the teacher appropriate to allow the study of this subject?”;
D4 = “Have the modes of examination been clearly explained?”; D5: “Has the time schedule of this teaching
course been respected?”; D6: “Does the teacher stimulates interest in the subject of this teaching course?”;
D7: “Are the explanations provided by the teacher during the classes clear?”; D8: “Are the laboratory
activities useful to facilitate the comprehension of the themes studied in this teaching course?”; D9: “Has the
teaching course been carried out in a coherent manner with the Syllabus program?”; D10: “Is the teacher
available for further clarifications?”; D11: “Are you interested in the themes of this teaching course?”; D12:
“Are you globally satisfied by this teaching course?”
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Other teaching activities

-In 2017, | have been involved in the specialization course “e-Health platforms for personalized molecular
medicine”, teaching a module entitled “Data management and analysis with bioinformatics methodologies”
(9 hours)

-Since 2017, | have been involved in formation activities for high school students, with a laboratory activity
entitled: “Bioinformatics: from DNA to proteins”, within the frames of the projects “BiMS” and “Progetto
Moduli Formativi UNITS”

-On April 11", 2019, | have been invited in a formation event for high school teachers, with a seminar entitled:
“Genome browsers: exploring the complexity of the human genome with a few clicks”

-On October 8%, 2021, | was invited to provide a seminar entitled “Performing Whole Genome Sequencing,
Relevant Applications, and Data Analysis” within the frame of the WIPO Re:Search Virtual Training Seminar
Series

-On January 18™, 2022 | was invited to provide a seminar for high school teachers entitled “Covid: variants
and vaccines” at MUSE (Trento, Italy)

SUPERVISORY EXPERIENCE
During my PhD, post-doctoral fellowship and activity as a researcher, | supervised or co-supervised the
following students:

Bachelor degree
Casagrande, Riccardo; 2012; University of Trieste (Bsc in Biology)

Cociancich, Matteo; 2012; University of Trieste (Bsc in Biology)
Leoni ,Gabriele; 2013; University of Trieste (Bsc in Biology)
Moro, Giulia; 2012-13; University of Trieste (Bsc in Biology)
Graziani, Lorenzo; 2018; University of Trieste (Bsc in Biology)
Rossi, Giacomo; 2018; University of Trieste (Bsc in Biology)
Fracarossi, Davide; 2019; University of Trieste (Bsc in Biology)
Bonifacio, Ruggero; 2020; University of Trieste (Bsc in Biology)
Collatuzzo, Maddalena; 2020; University of Trieste (Bsc in Biology)
Dalla Santa, Chiara; 2020; University of Trieste (Bsc in Biology)
Sossai, Massimo; 2020; University of Trieste (Bsc in Biology)
Palatinsky, David; 2022; University of Trieste (Bsc in Biology)
Puntin, Alessio; 2022; University of Trieste (Bsc in Biology)

Second level degree

Torboli, Valentina; 2010-11; University of Trieste (MSc in Environmental Biology)
Montagner, Alice; 2013; University of Trieste (MSc in Environmental Biology)
Battaglia, Marilena; 2013; University of Trieste (MSc in Functional Genomics)
Leoni, Gabriele; 2014-2015; University of Trieste (MSc in Functional Genomics)
Ansaloni, Federico; 2016; University of Trieste (MSc in Functional Genomics)
Spazzali, Francesca; 2016; University of Trieste (MSc in Functional Genomics)
De Poli, Andrea; 2016; University of Trieste (MSc in Functional Genomics)
Greco, Samuele; 2017; University of Trieste (MSc in Functional Genomics)
Moro, Giulia; 2017; University of Trieste (MSc in Functional Genomics)
Gualandi, Nicolo; 2018; University of Trieste (MSc in Functional Genomics)
Fornaini, Nicola; 2018-2019; University of Trieste (MSc in Functional Genomics)
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Visintin, Andrea; 2018; University of Trieste (MSc in Functional Genomics)

Palmitessa, Sergio; 2019-2020; University of Trieste (MSc in Functional Genomics)

Gaetano, Anastasia; 2019-2020; University of Trieste (MSc in Environmental Biology)

Fin, Davide; University of Trieste (MSc in Medical Biotechnologies)

Bidoli, Carlotta; 2020-2021; University of Trieste (MSc in Medical Biotechnologies)
Scapolatiello, Annalisa; 2020-2021; University of Trieste (MSc in Functional Genomics)

Tucci, Carmen Federica; 2020-2021; University of Trieste (MSc in Functional Genomics)
D’Amico, Furio Francesco; 2020-2021; University of Trieste (MSc in Medical Biotechnologies)
Racaku, Mbarsid; 2021-2022; University of Trieste (MSc in Functional Genomics)

PhD students

Greco, Samuele; 2018-2022; University of Trieste (Environmental Life Sciences PhD program) — co-supervisor
Sollitto, Marco; 2019-ongoing; University of Trieste (Environmental Life Sciences PhD program) — co-
supervisor

Zuccarotto, Annalisa; 2021-ongoing; Anton Dohrn Zoological Station — Open university (Marine Biology PhD
program) — external co-supervisor

Salatiello, Federica; 2021-ongoing; University of Trieste (Environmental Life Sciences PhD program) —
supervisor

OTHER ACCADEMIC ASSIGNMENTS
I am currently member of the following Teaching Boards at the University of Trieste:

SM51 - SCIENZE E TECNOLOGIE BIOLOGICHE

SM53 — GENOMICA FUNZIONALE

| am a member of the “Consiglio dei Docenti” of the PhD course “Ambiente e Vita” since 2018, and of the
“Collegio dei Docenti” of the same PhD course since 2021.

2020 - today: member of the “Commissione paritetica docenti/studenti”

2021 — today: referent of the Department of Life Sciences website and social media
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PROFESSIONAL SERVICE
Refereeing activity performed for Research Projects & Academic Personnel

-2013 — External reviewer for post-doctoral fellowship grants — Fonds Wetenschappelijk Onderzoek -
Vlaanderen, FWO, Belgium

-2015 — External reviewer for the 2016 Saltonstall-Kennedy Competitive Research Program, National Marine
Fisheries Service (NMFS), National Oceanic and Atmospheric Administration (NOAA), Department of
Commerce, USA

-2019 — External reviewer for the 2019 Croatian Science Foundation (HRZZ) Research Proposal grants - IP-
2019-04

-2019 - External reviewer for the 2019 FY20 Saltonstall-Kennedy Competition, National Marine Fisheries
Service (NMFS), National Oceanic and Atmospheric Administration (NOAA), Department of Commerce, USA

-2020 - External reviewer for the ANR - generic call for proposals 2020, Agence Nationale de la Recherche,
France

-2020 - External reviewer for the Israel Research Program (CIRP) 2020, National Natural Science Foundation
of China (NSFC) and the Israel Science Foundation (ISF), Israel and China

-2021 — External reviewer for the Fondecyt Regular 2022 Program of the Chilean National Research and
Development Agency (ANID)

Editorial Board Membership

Since May 2018 - Associate editor at BMC Genomics (Multicellular Invertebrate Genomics section) (ISSN:
1471-2164). Impact factor: 3.969. Q1 journal in the “genetics” field.

Since October 2016 - Editor at the International Journal of Genomics (ISSN: 2314-437). Impact factor: 2.326.
Q3 journal in the “genetics” field.

Since April 2020 — Member of the Editorial Team of ISJ — Invertebrate Survival Journal (ISSN: 1824307X).
Impact factor: 1.115. Q3 in the “Animal science and zoology” field.

Guest Editor in Special Issues
2021 — Marine Gycomics — Marine Drugs (with Yasuhiro Ozeki and Yuki Fujii)

2023 — Marine Gycomics 2.0 — Marine Drugs (with Yasuhiro Ozeki and Yuki Fujii)

Refereeing activity performed for scientific journals

| am a member of the Rubriq reviewers panel since July 2015
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| have contributed as a referee to the peer review process of over 50 scientific papers, in journals which
include:

-PlosONE (PLOS)

-NewPhytologist (Wiley Online Library)

-OMICS: a Journal of Integrative Biology (Mary Ann Liebert, Inc. publishers)

-Journal of Advances in Genomics and Genetic, Journal of Research and Reports in Biology (Dove Press)
-Bioinformatics and Biology Insights (SAGE Journals)

-American Journal of Molecular Biology, Open Journal of Genetics, Advances in Bioscience and Biotechnology
(Scientific Research)

-Genome Biology and Evolution, GigaScience, Journal of Experimental Botany (Oxford Journals)

-Marine Genomics, Comparative Biochemistry and Physiology Part D: Genomics, Gene, Molecular
Immunology, Developmental and Comparative Immunology, Journal of Invertebrate Pathology, Fish &
Shellfish Immunology, Immunogenetics (Elsevier)

-International Journal of Genetics and Genomics (Science Publishing Group)

-Journal of Next Generation Sequencing & Applications (OMICS)

-BMC Genomics, BMC genetics, Genetics Selection Evolution (Biomed Central)

-International Journal of Agriculture, Forestry and Fisheries (Open Science)

-Peer) (Peer))

-Genes, International Journal of Molecular Sciences, Fishes (MDPI)

-Journal of Genetics, Biochemical Genetics, Applied Biochemistry and Biotechnology, Journal of Genetics
(Springer)

-Royal Society Open Science (The Royal Society Publishing)

-Frontiers in Physiology, Scientific reports (Nature Publishing Group)

-African Journal of Microbiology Research (Academic Journals)

- Journal of Natural History (Taylor & Francis)

-Journal of Visualized Experiments (JOVE)

-Biochemie (Elsevier)

PROFESSIONAL MEMBERSHIP

Since 2012 - Italian society of developmental and comparative immunology (SIICS)

Since 2014 - Associazione Genetica ltaliana (AGI)

Since 2017 — Societa ltaliana Peptidi (ItPS)

Since 2018 — International Society of Developmental and Comparative Immunology (ISDCI)

Since 2019 — Societa Italiana di Biologia Evoluzionistica (SIBE)

AWARDS

2012 — Best young researchers award - Societa Italiana di Immunobiologia Comparata e dello Sviluppo
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INVITED SEMINARS

1. Marine invertebrate genomics: challenges and opportunities. Stazione Zoologica Anton Dohrn,
Napoli, Italy. April 27th, 2017.

2. Antimicrobial peptide sequence discovery: a genomics approach. University of Split, Faculty of
Science, Split, Croatia. November 27, 2017.

3. Presence-absence variation: how dispensable genes contribute to the diversification of functional
responses to environmental stimuli in a bivalve mollusk. Universita di Padova, Padova, Italy. May
15, 2019.

4. International Summer School 2019 - Protein Evolution. Stazione Zoologica Anton Dohrn, Napoli,
Italy. July 25th, 2019

5. Bivalve pan-genomes and beyond. Marine Ecology Seminar Series GEOMAR. July 7%, 2021.

6. International Summer School 2022 - The Evolution of Enzymes and Metabolic Pathways: analysis,
understanding and implications for biotechnology. Stazione Zoologica Anton Dohrn, Napoli, Italy.
June 28™-30", 2022

7. Crash course in genome assembly: Functional annotation of genomes. Meeting of the Italian Society
of Evolutionary Biology, Ancona, Italy, September 4", 2022.

CONFERENCE ORGANIZATION

-Member of the Local Organizing Committee: XVI Meeting of the Italian Association of Developmental and
Comparative Immunobiology (IADCI); Trieste (ltaly); February, 18™-20™ 2015.

-Member of the International Scientific Committee: 3rd International Symposium on the Advances in Marine
Mussel Research; Chioggia (ltaly); August 26'™-28™ 2019.

-Member of the Scientific Committee: 1st Italian Congress of Marine Evolution; Naples (Italy); November 23"-
25t 2020.

-Member of the Local Organizing Committee: 81 Congress of the Italian Zoological Society; Trieste (Italy);
September 20%-23" 2022.
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